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Cobas (Mok, Wu et al. 2015) 0.1-1%
BEAMIing(Taniguchi, Uchida et al. 2011) 0.01%

NS

GS(couraud, Vaca-Paniagua et al. 2014) T 73R FZ (10000x,0.2%)




EGFRE[E|SEZE (i = he KB,

ZHZET (BRESEEE) :85% ~90%  cornme  iorbedns w1 rosee ST

Exon 2 5 7 13 6 17 1B : 2224 28
D77C_N771 -:\-Q]

Exon 18 Exon 18 E 20 Exon 21
| [nucleotide-binding loop) = l en {activation loop)

. 9I~m¥18,e“"~° G719X. L718Q oo — = ———

GT19A AETA6-ATS0 (ins 152) ABIOT

T790M (so:v )
D770_M771 {ins MPG)

83
a4
a7

VEBIM AEFAGTTST (ins A/ =

KB46R
MNFO0D AEFA6-T751 (ins VA) L&D
EFOSK/ D AE746-5752 [ins ALV G8&3D
) m b4 S720P ALTAT-EF42 (ATS0P) (40_45%)
\I [ 74 = ALFAT-ATSO (ins P)
A g (5%) ALTAT-T751
ALF47-T751 (ins B/'S)
ALTAT-5752

ALTAT-V52 (E7 46

L861 Q . T79(:)|V|~ C797S . Mustations sssocited ﬁiﬁ%‘ﬁg
L844V. Exon20 insertion

ALTAT-PT53 (ins S)
AST52-759

(a5%)

Sharma SV, et al. Nat Rev Cancer.2007 Mar;7(3)



EGFR-TKIGRE “E¥EZE" . —ZiafT=(IRZ

;fﬂgﬁ;; EGFR | T790 — ATl
L % | Mz EGFR _l_PFS (E) oS (B)
— FHIEER 8.0-10.8  21.3-348
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NCCN Clinical Practice Guidelines NSCLC 2018 V5.
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Prevalence of T790M mutation
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0.8

- 19del: 50.4% (40-73%)

858R: 36.5% (24-43%)
i i p=0.043

Present study Matsuo etal  Nosaki et al Hata et al Kuiper et al Sun et al Hataetal] Pool analysis
(N=224) (N=73) (N=276) (N=39) (N=56) (N=49) (N=75) (792)

Wu YL, et al. Journal of Thoracic Oncology 2017, 12 No. 9: 1368-1375
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2017 WCLC Jie Wang et. al. Gefitinib as first-line treatment of plasma ctDNA EGFR mutation-positive NSCLC detected
by ddPCR: BENEFIT study (CTONG1405)
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Original Article

Factors associated with the prognosis and long-term survival of

patients with metastatic lung adenocarcinoma: a retrospective
analysis
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Original Article

Characteristics and overall survival of EGFR
mutation-positive non-small cell lung cancer
treated with EGFR tyrosine kinase inhibitors: a
retrospective analysis for 1660 Japanese patients

Akira Inoue'*, Kazushi Yoshida?, Satoshi Morita®, Fumio Imamura?,
Takashi Seto®, Isamu Okamoto®, Kazuhiko Nakagawa’,
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Five-year survival in EGFR-mutant metastatic lung
adenocarcinoma treated with EGFR-TKIs

Jessica J. Lin, MD'2, Stephanie Cardarella, MD'-", Christine A. Lydon, BA!, Suzanne E.
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